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Abstract  

 

CHIKV is a re-emerging arboviral disease. Increase incidence is seen in many parts of India. This study was done to see 

the trends over a period of 10years. A total of 3676 samples were studied. Their demographic data and CHIK antibody 

detection was detected. This data was analyzed in 2 half’s of 5 years each. Over 10 years, 368 were positive for CHIK 

IgM ELSIA. Majority were females. Age group affected was middle age. Over the 10 years the disease was seen in all 

seasons of the year. There were no deaths seen due to CHIKV infection. CHIKV infection has high morbidity but is a self 

limiting disease and vector control is the only prevention.  
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INTRODUCTION 
Arboviruses (arthropod-borne viruses) are 

diverse group of RNA viruses that are transmitted by 

bloodsucking arthropods (insect vectors) from one 

vertebrate host to another. Chikungunya (CHIK) virus 

belongs to family Togaviridae and genus Alpha virus 

among the Arboviruses group. The name is derived 

from the Makonde word “kungunyala” meaning "that 

which bends up or gets folded" in reference to the 

stooped posture, which develops as a result of the 

severe joint pain that occurs during the course of 

illness. Chikungunya virus is a spherical enveloped 

virus with positive sense ssRNA [1]. Chikungunya 

fever is a re-emerging viral disease [2]. The virus is 

primarily transmitted to humans via the bite of an 

infected Aedes spp mosquito. CHIKV was 1
st
 

recognized as a human pathogen during the 1950s in 

Africa, and since then, cases have been identified in 

many countries in Africa and Asia [3-5]. It is an 

epidemic viral disease responsible for significant global 

public health problem [3-9]. This study was done to 

know the trends in the Chikungunya virus over a period 

of 10 years. 

 

MATERIAL AND METHODS 
A retrospective review of the serological data 

of all the patients suffering from fever with or without 

joint pains attending at a tertiary care hospital at 

Mahabubnagar district Telangana, from 2009 to 2018 

was conducted. Patients who were tested for 

Chikungunya and Dengue were analyzed. Demographic 

profile, serology reports were collected over the ten 

year period and were analyzed year wise in two sets of 

five years each (2009-2013 and 2014-2018).  

 

Sample Collection 

As per the protocol of the institution, adequate 

blood sample was collected under aseptic conditions. 

Serum was separated and subjected to the laboratory 

investigation. Serum was stored at -20
0
C for 

preservation.  

 

Sample Processing 

The sample was subjected to CHIK antibody 

detection. NIV Chikungunya IgM Capture ELISA kits 

were used. The test was performed according to the 

manufacturer guidelines. The results were recorded 

based on the OD values. 

 

Apart from CHIK, Dengue test was also 

performed both for the detection of the NS1 antigen and 

IgM antibody based on the duration of fever. Kits used 

were Panbio capture ELISA for antigen detection and 

NIV Dengue IgM capture ELISA. The test was 

performed according to the manufacturer guidelines. 

The results were recorded based on the OD values. 

 

http://scholarsmepub.com/sjpm/


     
Pallati Alekhya et al; Saudi J Pathol Microbiol, Dec. 2019; 4(12): 902-905 

© 2019 |Published by Scholars Middle East Publishers, Dubai, United Arab Emirates                                                                                             903 

 

RESULTS 
A total of 3676 serum samples were collected 

over a period of 10 years, out of which 368 were 

positive for CHIK IgM ELSIA. 

 

During the first 5 years, the total samples 

tested were 1515 out of which, positives were 247 

(16.30%) (Chart-1). Among the positives, common age 

group was 31 to 40 years. Female predominance was 

seen among the positives. Co-infection of CHIK and 

dengue was seen in 14 patients. 

 

During the next 5 years, total samples tested 

were 2164 and positives were 121(5.59%). The 

common age group affected was 41 to 50 years. Female 

predominance was seen among the positives. No         

co-infection was noted. 

 

 
Chart-1 

 

 
Chart-2 

 

654 tests were done during the year 2009 which is highest for an indivisible year. Numbers of positives were 

also highest in the same year. 

 

 
Chart-3 
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In the first half of the 10 year study, highest 

number of the positive cases were reported in the month 

of November (chart 4), whereas in the second half, in 

the month of August (chart 5). 

 

 
Chart-4 

 

 
Chart-5 

 

There were no deaths reported due to CHIKV 

during these periods.  

 

DISCUSSION 
There have been many outbreaks reported in 

India on CHIKV. First emergence was noted in 1964 by 

Shah et al., [12] in Calcutta region. Since then, 

outbreaks were reported in different parts of India. No 

cases were reported from 1971-2005. The re-emergence 

of the virus was confirmed in South India in December 

2005 [13-15]. Genetic analysis of Chikungunya viruses 

have revealed that two distinct lineages were 

delineated, one containing all isolates from western 

Africa and the second comprising all southern and East 

African strains, as well as isolates from Asia [16]. 

  

The uniqueness of this study is that, a decade 

of data was analyzed. Many authors have reported 

outbreaks in a specific region during a particular season 

in a particular year.  

 

In this present study, during 2009-2013 the 

positivity was 16.30% whereas during 2014-2018 the 

positivity was 5.59%. This decrease in the percentage 

positivity is due to increase in sample size during the 

2
nd

 five year period. 41.21% of the total samples were 

tested in the first half of the decade, whereas in the 2
nd

 

half, 58.86% of the total samples were tested. 

 

The rate of positivity in different studies 

cannot be compared to the present study. 

Chattopadhyay et al., [16] conducted a study during the 

year 2010 with sample size of 206 patients in West 

Bengal, where they have seen a positivity of 36.90%, 

among which 31-40 years age group and females were 

predominant. This study was done during April to 

September months. In present study, in the year 2010 

the positivity was 11.02% with no difference in sex 

predominance and more cases were seen in age group 

of 51-60 years. Number of positives have hit the peak 

during January-February. 

 

Sudharsanam et al., [17] conducted a study in 

the month of August 2011 in Chennai, showed a 

positivity of 22.3%, predominantly affecting the age 

group of 15-44 years and females. In the present study, 
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in year 2011 the positivity was 14.92%, predominantly 

affecting the age group 31-40 years and females. 

 

Co-infection of CHIKV and dengue was 

studied by Shaikh et al., [18] in various hospitals in 

Karnataka and dual infection was seen from 5.7–9.5%. 

Kalawat [19] conducted a study in Andhra Pradesh and 

saw 2.7% of dual infection. In the present study, dual 

infection was 5.66% during the 1
st
 five year period.  

 

CHIKV is a self-limiting disease and rarely 

fatal. There is no vaccine developed yet. Vector control 

is important for prevention of the infection. 

 

CONCLUSION 
Re-emergence of CHIKV in South India was 

seen in 2005, CHIKV caused periodic outbreaks to be 

recognized as a global pathogen. Given that outbreaks 

caused by CHIKV have continued and becoming 

endemic in this area. There is increased morbidity seen 

but the mortality is very less. Vector control is the only 

prevention.  
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